Current Research: Comparative analysis of leprosy causes type 1 & type 2 genes 

Insilco characterization and analysis of RB1 gene 

Identification of suitable ligand for molecular docking of pancreatic cancer 

An in-silico studies on the Interaction of Antxr1 with protective antigen(toxin) 

Identification of suitable ligand for molecular docking of Rheumatic Heart Disease using combinatorial chemistry 

Structure prediction for the protein product of SIVA1 gene- Homology modelling approach. 

Structure prediction for the 3 beta-hydroxysteroid dehydrogenase- Homology modelling approach. 

Docking studies on the binding site of receptor -BRCA1 and screening its suitable ligands 

Research Findings: Identification of drug targets using protein docking – Huntington disease 

Homology modeling and effective inhibitor for cystinosis disease Analysis of DJ-1 gene in the pathogenesis of parkinson’s disease 

Comparative genomics account on the lysine biosynthesis pathway 

Insilico analysis of the Ataxia telangiectasia mutated (ATM) gene and its genetic node for the determination of its role in breast cancer 

Homology modeling of hemlysin precursor protein – HmpB of rheumatoid arthritis using modeler 

Identification of microbial genes and geneproducts responsile for biofuel ethanol production using bioinformatics tools and databases 

The analysis of Rna Interface in treating Parkinson’s disease 

To interpret the genomic relationship of Homo sapiens with Pan troglodytes at the central dogma level via codon usage comparison. 

To elucidate the genomic relationship of Bacillus subtilis with Bacillus amyloliquefaciens at the central dogma level via codon usage comparison 

Docking efficacy assessment of few cox inhibitors and its halogenated analogs 

Molecular signature and protein expression with reference to genetic programming of cells 

Homology modeling of transferin protein and its molecular recognition study using HEX docking tool 

Homology modeling of GPC protein and its hydropathy profile study”, “virtual screening of HIV 1 integrase inhibitor 

Neurocutaneous interaction – an approach in systems biology 

Structure Prediction of Mucus secretion (fish) in defining the toxicity activities. 

Structure Modeling of Neuraminidase Protein 

Secondary Structure Prediction using Fold - Recognition. 

Molecular Signature and Protein Expression with reference to Genetic programming of cells. 

Homology Modeling Of GPCR Protein and its hydropath profile study. 

Neuro Cutaneous Disease, an approach in Systems Biology. 

Analysis of Tp53 gene. 

Homology Modeling of Transferrin Protein and its molecular recognition study using Hex - Docking tool. 

Gene Prediction for Cystic-Fibrosis and Canavan Diseases 

Evolutionary Genetics of Cyanobacteria 

Comparative Genomics of ATF2 gene 

Comparative Genomics of Mushrooms 

Comparative Genomics of the gene in Acute Myeloid Leukemia 

Microbial Genomics of Food Poisoning bacteria 

Microbial Genomics of Oil Bio-degradation microbes 

Colon Caner & MODY – System Biology approach 

Docking study about SPARC protein 

Docking study of Orphan Nuclear receptor 

Colon Cancer – Computer Aided Drug Designing 

System Biology and Docking study about A therosclerosis 

In our development division, as of now we are involved in Tool development for Life science applications. Sequence Similarity Search Tool. 

Rapid Nucleotide/Protein Database Search Tool 

Phylogenetic Tool with automated Tree Building and the Structure is viewed in Multimedia effects or in 3D 

Database on Marine Bioactive Compounds- Poriferals & Coelertrates 

Multidimensional phylogenetic analysis tool for enzymes [M-DI PATEnz] 

Procode++ bioinformatics approach analysis genetic code 

DNAA kit using CGI-Perl programming 

Epitope prediction tool using CGI - Perl programming 

All the tools developed in the bioinformatics division will be available for use worldwide once it is tested. 

Bioinformatics

Services include DNA and Protein sequence Analysis, Protein Structure Analysis, Homology Modeling, Biostatistics, Data analysis using SAS/R, and Microarray data analysis. 

Chemoinformatics 

Services include Molecular Modeling Studies, Lead Generation, Virtual Screening, ADME and Toxicological Property Prediction and Crystal Structure Prediction. 

Structural Biology Structure determination services, critical analysis of protein structures, protein-drug interactions and protein-protein interactions.

Custom curation

Provide data-mining services and annotation of chemical, biological, pharmacological and toxicity information from patents, journals or targets. Information is curated in custom-designed formats to meet specific client requirements.

- Bio-indexing

- Pharma-indexing

- Name to structure

Services / Medical ChemsitryOur Medicinal Chemistry services meet exacting client needs for organic / medicinal chemistry and include synthesis of: •
Building Blocks, Scaffolds, Intermediate com¬pounds, Reference compounds 

•
Specially designed small molecules or analogues for Lead Generation and Lead Optimization 

•
Pharmacophore based focused libraries gener¬ated for a particular target protein 

•
Compound Libraries 

•
Lead compounds in grams and kilos (custom synthesis)

Understanding the specific needs of Clinical Trials & Research,CRC group has set up a Clinical Research Services unit to provide dedicated facility in this field. The Clinical Trials Safety Laboratory meets international standards, can handle high volume workloads, provides a secure and safe environment for sample storage and an advanced laboratory information management system. It is located close to the international and domestic airports for faster sample management.

For further details contact: bioinformatics@crcgroupin.com

Client specific Project Managers are designated to provide personalized services. Highest priority is given to client confidentiality. The Clinical Research Services can customize all its processes and functions to the needs of the client. With the advent of clinical trial outsourcing to Asia, CRC looks forward to an exciting business partnership with our overseas clients in the near future. CRC has a rich working experience of over years as a reference laboratory and is one of the highest accredited laboratories in the Global. 

Current Projects: 

More enhanced tool for identifying Pseudo Amino acid composition 

Tools Description:

A simple stand alone tool to work with Amino Acid sequence to predicts its compostion. A simple stand alone tool to work with DNA sequence to predicts its compostion. A tool to predict the Central Dogma. Chromosoft is a premier training institute in Chennai offering a Research and Industry oriented training in Bioinformatics Our Program The Bioinformatics Division of iPower is well equipped with a state of art computing center and highly skilled bioinformaticians, to train the buddies related to the field. We offer, 

Workshops & Seminars: We conduct workshop and seminars in all the division of bioinformatics. 

To a group of students or staffs 

Either in our seminar hall or in your place

Bioinformatics Course Training: Introduction to Bioinformatics 

Bioinformatics tools and databases 

Proteomic tools and Databases 

Introduction to genomics 

Introduction to Proteomics 

Introduction to Drug designing &Software's 

Genomic tools and databases

Bioinformatics Certificate Program: Certificate course in Bioinformatics 

Certificate Course in Bio Perl Programming 

Certificate course in Drug Designing 

Certificate course in Micro array 

Certificate course in Genetic Engineering

Certificate Program: Certificate in Bioinformatics

CHEMO informatics/drug design /ADEMT-Tox Studies

Pre-Final Year /Final Year Project Domains: Functional & Comparative Genomics 

Genome Sequence analysis & Interpretation 

Docking Studies 

Drug Designing 

Gene prediction 

Homology Modeling 

Microbial Genomics 

Protein Sequence analysis & Interpretation 

Phylogenetic analysis. 

Systems biology 

Evolutionary Genomics 

Tool development

